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The PodoNet SRNS Registry 

2205 children from 80 contributing centers in 28 countries 
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The PodoNet SRNS Registry 
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Patient Enrolment 



Mixed Retro- and Prospective Data Collection 

1st disease  
manifestation 

Conservative treatment of SRNS 

Basic characteristics: 

 Info on 1st disease manif.  92% 

 Kidney biopsy results  78% 

 Genetic screening results  80% (NGS 45%, WES 3%) 

 Family history    66% 

 

Follow-up: 

 Clinical updates    7.7 ± 10.3/pt (Ntotal= 17.021) 

 Medication updates   12.2 ± 19.4/pt (Ntotal= 26.891) 

 Duration      5.6 (2.8; 10.0) years 

 Progression to ESRD   641/2205 (29%) in 2.7 (0.9;5.6) years 

 Post-Tx Recurrence   57/372 (15%) 

ESRD Tx (Focus: recurrence) 

RRT     Transplantation 





Distribution of SRNS Subtypes  
In PodoNet Cohort 
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N=1.168 

Trautmann et al., Front Ped 2018 
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Treatment Response 
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Trautmann et al. JASN 2017 

612 patients with 906 treatment episodes within first year after disease manifestation  



Response to Intensified Immunosuppression (IIS) 
Predicts Renal Prognosis 

No Remission 

Partial Remission 

Full Remission 

Trautmann et al. JASN 2017 



Response to Intensified Immunosuppression 
Predicts Renal Prognosis 
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No Remission 

PodoNet:   
1900 children with SRNS 

Trautmann et al. JASN 2017 



AD genes: ACTN4, ANLN, INF2, TRPC6, ARHGAP24 

AR genes: NPHS1, NPHS2, PLCE1, MYO1E, DGKE, CD2AP, PTPRO, 
CRB2, EMP2  

Syndromic genes: LAMB2, LMX1B, GLA, SMARCAL1, WT1, ITGA3, 
PAX2, WDR73 

Collagenopathy genes: COL4A3 COL4A4 COL4A5 

Mitochodropathies: COQ2, COQ6, PDSS2, MT-TL1, ADCK4           

APOL1, C14orf142, ITGB4, KANK2, MAGI2, MPDZ, MYH9, CD151, 
TTC21B, SCARB2, ARHGDIA 

 

Known Genes(n=30) 

Candidate Genes (n=11) 

NGS Podocytopathy Gene Panel Screening 



Genetic diagnosis made in  
333 of 1,294 SRNS subjects (25.7%) 

Mutation detection rate: 

41% of familial cases 

36% of sporadic  
but consanguineous cases 

19% of sporadic,  
non-consanguineous cases 

Gene Classification 

NPHS1 1st line SRNS gene  

NPHS2 1st line SRNS gene  

WT1 1st line SRNS gene ; syndromic gene 

INF2 well-acknowledged causative gene 

PLCE1 well-acknowledged causative gene 

TRPC6 well-acknowledged causative gene 

CD2AP well-acknowledged causative gene  

ACTN4 well-acknowledged causative gene  

COQ2 syndromic gene 

COQ6 syndromic gene 

LAMB2 syndromic gene 

LMX1B syndromic gene 

SMARCAL1 syndromic gene  

ADCK4 novel gene proposed in a few recent studies 

ARHGDIA novel gene proposed in a few recent studies 

ITGA3 novel gene proposed in a few recent studies 

MYO1E novel gene proposed in a few recent studies 

MYH9 novel gene proposed in a few recent studies 

PTPRO novel gene proposed in a few recent studies 

C14ORF142 novel gene proposed in a few recent studies 

CD151 novel gene proposed in a few recent studies 

EMP2 novel gene proposed in a few recent studies 

PDSS2 novel gene proposed in a few recent studies 

SCARB2 novel gene proposed in a few recent studies 

ARHGAP24 candidate gene 

KANK2 candidate gene 

ITGB4 candidate gene 

MAGI2 candidate gene 

MPDZ candidate gene 

TTC21B candidate gene  

mt-TL1 candidate gene 



Podocytopathy Genes 
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Genetic Forms of SRNS: Age at Manifestation 
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Response to Intensified Immunosuppression  
by Genetic Status 
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Prognostic Impact of Genetic Diagnosis 
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Trautmann et al. JASN 2017 
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Genetic Findings Predict Post-Tx Recurrence Risk 

1766 patients  
with primary SRNS 

Idiopathic 
n=105  

(49.5%) Genetic 
n=107  

(50.5%) 

Recurrence rate  
27.6% 

Recurrence rate  
15.8 % 

Recurrence 
Yes 

n=37 
No 

n=196 

idiopathic 29 76 

genetic 4 103 

unknown 4 17 

Recurrence rate  
3.7 % 

260 transplant recipients 

233 with recurrence 
information 



PodoNet Partners 
Chile:   M.Azocar, L. Quiroz, Santiago  

Colombia:   L.M.Serna Higuita, Medellin  

Czech Republic:  J.Dusek, Prague  

France:  B. Ranchin, Lyon. J. Terzic, Strasbourg  

Georgia:   T.Davitaia, Tbilisi  

Germany:   J. Gellermann, Berlin., M.v.Husen, Hamburg. A.Melk, Hannover, S.Glasenapp,  

Rostock,    A.Trautmann, F.Schaefer, Heidelberg  

Hungary:   P.Sallay, Budapest  

Iran:   A.Gheissari, Isfahan  

Italy:   M.Noris, Bergamo. A. Pasini, Bologna. F.Emma, Rome M.Bodria, Genova, Sara Testa, 

Milano.   E.Bennetti, Padova 

Lithuania:  A. Jankauskiene, Vilnius  

Poland:   A.Wasilewska, Bialystok. E.Gacka, Chorzow. I.Balasz-Chmielewska, 

  Gdansk. D.Drozdz, Krakow. M.Tkaczyk, Lodz. T.Urasinski, Szczecin. A.Firszt- 

   Adamczyk, Torun. E.Kuzma-Mroczkowska, Warsaw. A.Medynska, Wroclaw. 

    M.Szczepanska, Zabrze 

Serbia:   A.Peco-Antic, R.Bogdanovic, Belgrade  

Sweden:   R.T. Krmar, Stockholm  

Switzerland:  G.Simonetti, Berne  

Syria:   B.Saeed, Damascus  

Turkey:   A.Anarat, Adana. F.Ozaltin, E.Baskin, O.Sakallioglu, O.Soylemezoglu, 

  N.Cakar, O.Erdogan, Z. Birsin Özkaya, Ankara. S.Akman, Antalya. A.Balat,Gaziantep. 

   F.Gok, Gulhane. S.Emre, S.Caliskan, C.Candan, Istanbul,  

   B.Sozeri, Izmir. I.Akil, P.Ertan, Manisa. O.Özkaya, Samsun, M.Kalyoncu, Trabzon  




